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<210> 1 
<211> 2850 
<212> DNA 
213> Homo sapiens 



400> 1 
aagccctgaa 
ctttcattcm 
agagcgagcg 
cctcccgcgc 
attatcaaaa 
gaagaatggg 
gaccctcgat 
gaggaacagt 
cttgatgagg 
aaagaactga 
aaggaagtgg 
gcgaagctgt 
agactgaaac 
ctcggaaaca 
ggcatcctcc 
agcgaaggca 
ttcctcgagg 
cggaccgttc 
tcctgtgtac 
gtggcccgaa 
gctgccactt 
aatgccccag 
tgttttttct 
aaacattcta 
gaagagaact 
gttgtgtgac 
catgcattgt 
catttatgca 
gggaaattat 



gggtcaaaag 
ttccttcctc 
gctctgcggt 
gccggtagat 
agaggtttgt 
agaaagttcg 
ctctatatga 
tcaaattcaa 
tttctcgaca 
aggaatacag 
aaaagaaact 
tggcaggagc 
cggaccctga 
cctccctgag 
caggcctggg 
ccatcaatgc 
ccccctagtt 
atgctgccta 
aacatgacat 
tcgtgtttgg 
tcctcactga 
gagaataggc 
tttcccgaca 
ttgtaaatga 
gacccaggta 
taagtaaaga 
gaaagctttc 
ggaagggact 
tttatgtttg 



aaatacaaaa 
tgtttctttc 
ggcggtttgg 
tggttgtttc 
gtctgaggca 
aaaacctgaa 
aaggctacag 
aaacatggta 
gcaggaacta 
aaataacctc 
gactgtgaag 
tgtgaagcat 
gccagatgac 
tggcccctcc 
tgcctactct 
caccggaaag 
tctccgtccc 
taggcattat 
ttttaaccaa 
ttcctctttc 
tattgggagg 
accggctggc 
gcacaaagaa 
atgtgttgtt 
atgaaatgga 
tgataaaccc 
catacccttg 
gctaacaaga 
tttttgaaat 



gc\aaaggcta 
cttcctt 

ggt^ 
attfetggatg 
gaaatagatg 
gatcsagaag 
gaaca)gaagg 
agaggJtttag 
atagaa>aagc 
aagaagattg 
cctatagaaa 
aagagcto^g 
aagaatc 
atccactgc3 
gggagcagcc 
attgtctcct 
tacacaggga 
gtccctcaaa 
tccaatctaa 
tactccactg 
agggcaaggc 
ttgccaaagg 
gtaagggcag 
tggttctact 
gcccttccct 
catctgctgg 
gccattccct 
acgcttccat 
aaaggattta 



ttttcttttt 
tcattttttt 
gccgaggtga 
gaggggatga 
aacggcgcaa 
aatgtccaga 
acaggaagca 
atgaagatga 
aacgaagaga 
gaatttctca 
ccaagaacaa 
agagtggcaa 
agccctcatc 
cctctgctgc 
ctccgagtc 
^ccatcttccg 
ctcctcccc 
aaaactcc 
aaatgtgcca 
cauatgacca 
ccagccgaag 
gtttgggttt 
ttaOTggaca 
gcatagtgga 
ggaacVaacc 
gggtgtV;act 
ctctcc\ctc 
ctcaaacctt 
gtttaagatt 



ttttttcttt 
ttctttttta 
ggtcgtctcg 
tggtaacctt 
aaggaggcaa 
ggaggtttat 
gcaggagtac 
gaccaacttc 
agaagaactg 
agagaacaag 
gttctcccag 
cagtgtgaaa 
ctgcaagtct 
agtatgtatc 
cagctcagac 
aaccaacacc 
aagggtagat 
tttgcctgca 
gaatccacct 
aacctgtccc 
ttccactaaa 
tattgctttc 
ggtgttattt 
gcatgcgggg 
agtccttgat 
tcacactcgg 
tctccaaccc 
ttctctgcct 
ctaaatttta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 



2 



gagaaacaaa 
ttaatgagat 
acacttgcat 
tgcttttaac 
tgcctctgct 
ctagaggtac 
aggagggaga 
acaatctgta 
attcctacat 
tgtgttgaca 
ggcccctgga 
cccattggca 
ttttcagaac 
caaacaagac 
tgtgatagtc 
gcaggccagg 
gtatctcatg 
tccattaaca 
aaaaaaaaaa 



cgtaggcctt 
gacttatttc 
attgtgacca 
tgtggaatct 
gctctttttc 
tgctccacct 
gggagatggt 
ggctctcctg 
caattgtttt 
ctgtgatgcc 
tctcatccag 
gatggcgact 
tactctgtgc 
atttaggtaa 
ctgttgttat 
acatcaaagt 
gcctcttgat 
tgaaagctaa 
aaaaaaaaaa 



gtttactaat 
tggcagctcc 
ttctattgag 
atttctaacc 
ctttccaaac 
cgtctcataa 
gtggaggcct 
ctttagaata 
tactttcttg 
ggcaggcaga 
cccactcctt 
tccctgcacc 
taattgttct 
aactttgtag 
tacagcatgt 
catcatcttt 
gtggaaagaa 
taaacctgtc 
aaaaaaaaaa 



agccagacat 
tggaatccta 
gccctctctg 
taaaggtgct 
agcaactctg 
agggaaacgg 
cgaggacaga 
agcatgtacc 
ggtgtgagac 
gcagctactg 
ttccccttcc 
cataactgat 
gccagtatgg 
gcaccttctg 
acccaaaaca 
atgtggcatg 
gttgacagag 
agagaacaaa 



cagaactgca 
atattgtaaa 
tttaatgcat 
gccctagtac 
aggccatgag 
gctcatccct 
gatagacatg 
attctttatc 
tgagtgagac 
actttgaaca 
agtacagtga 
gctttgtgaa 
gcgcatcagc 
cttctctgct 
gcctcacatt 
actcttaaga 
ggttgcaggg 
aaaaaaaaaa 



ggtaggtatg 
tgagtgggac 
attatacttg 
ttttctttgc 
cagccaaaaa 
tggattctgg 
agctttgaca 
cattcccctt 
acacacaaaa 
tgggcagaga 
cactctggtg 
ttcttcctcc 
tccatcctga 
tcattgttcc 
gttacaggag 
ggccattact 
tttaaaaaca 
aaaaaaaaaa 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2850 



<210> 2 
<211> 254 
<212> PRT 

<213> Homo sapiens 



<400> 2 



Met 


Asp 


Gly 


Gly 


Asp 


Asp 


Gly 


Asn 


Leu 


He 


He 


Lys 


Lys 


Arg 


Phe 


Val 


1 








5 










10 










15 




Ser 


Glu 


Ala 


Glu 


Leu 


Asp 


Glu 


Arg 


Arg 


Lys 


Arg 


Arg 


Gin 


Glu 


Glu 


Trp 








20 










25 










30 






Glu 


Lys 


Val 


Arg 


Lys 


Pro 


Glu 


Asp 


Pro 


Glu 


Glu 


Cys 


Pro 


Glu 


Glu 


Val 






35 










40 










45 








Tyr 


Asp 


Pro 


Arg 


Ser 


Leu 


Tyr 


Glu 


Arg 


Leu 


Gin 


Glu 


Gin 


Lys 


Asp 


Arg 




50 










55 










60 










Lys 


Gin 


Gin 


Glu 


Tyr 


Glu 


Glu 


Gin 


Phe 


Lys 


Phe 


Lys 


Asn 


Met 


Val 


Arg 


65 










70 










75 










80 


Gly 


Leu 


Asp 


Glu 


Asp 


Glu 


Thr 


Asn 


Phe 


Leu 


Asp 


Glu 


Val 


Ser 


Arg 


Gin 










85 










90 










95 




Gin 


Glu 


Leu 


He 


Glu 


Lys 


Gin 


Arg 


Arg 


Glu 


Glu 


Glu 


Leu 


Lys 


Glu 


Leu 








100 










105 










110 






Lys 


Glu 


Tyr 


Arg 


Asn 


Asn 


Leu 


Lys 


Lys 


Val 


Gly 


He 


Ser 


Gin 


Glu 


Asn 






115 










120 










125 








Lys 


Lys 


Glu 


Val 


Glu 


Lys 


Lys 


Leu 


Thr 


Val 


Lys 


Pro 


He 


Glu 


Thr 


Lys 




130 










135 










140 










Asn 


Lys 


Phe 


Ser 


Gin 


Ala 


Lys 


Leu 


Leu 


Ala 


Gly 


Ala 


Val 


Lys 


His 


Lys 


145 










150 










155 










160 


Ser 


Ser 


Glu 


Ser 


Gly 


Asn 


Ser 


Val 


Lys 


Arg 


Leu 


Lys 


Pro 


Asp 


Pro 


Glu 










165 










170 










175 




Pro 


Asp 


Asp 


Lys 


Asn 


Gin 


Glu 


Pro 


Ser 


Ser 


Cys 


Lys 


Ser 


Leu 


Gly 


Asn 








180 










185 










190 






Thr 


Ser 


Leu 


Ser 


Gly 


Pro 


Ser 


He 


His 


Cys 


Pro 


Ser 


Ala 


Ala 


Val 


Cys 






195 










200 










205 








He 


Gly 


He 


Leu 


Pro 


Gly 


Leu 


Gly 


Ala 


Tyr 


Ser 


Gly 


Ser 


Ser 


Asp 


Ser 




210 










215 










220 











3 



Glu Ser Ser Ser Asp Ser Glu Gly Thr lie Asn Ala Thr Gly Lys lie 
225 230 235 240 

Val Ser Ser lie Phe Arg Thr Asn Thr Phe Leu Glu Ala Pro 
245 250 

<210> 3 
<211> 1516 
<212> DNA 

<213> Homo sapiens 



<400> 3 

cgtccggagc ctgggggaaa agcggcgcgg gagccggcac ccaccgctgg aggggcggcg 60 

acggcggccg tagcgacctc gggaggcaag cggagccgcc atggccgagt tcccgtcgaa 120 

agttagcacg cggaccagca gtcctgcgca gggcgccgaa gcctcggtgt cggcgctgcg 180 

cccggacctg ggcttcgtgc gctcccgcct cggggcgctc atgctgctgc agctggtgct 240 

ggggctgctg gtgtgggcgc tgattgcgga caccccgtac cacctgtatc cggcctatgg 300 

ctgggtgatg ttcgtcgctg tcttcctctg gctggtgaca atcgtcctct tcaacctcta 360 

cctgtttcag ctgcacatga agttgtacat ggttccctgg ccactggtgt taatgatctt 420 

taacatcagc gccaccgttc tctacatcac cgccttcatc gcctgctctg cggcagttga 480 

cctgacatcc ctgaggggca cccggcctta taaccagcgc gcggctgcct cgttctttgc 540 

gtgtttggtg atgatcgcct atggagtgag tgccttcttc agctaccagg cctggcgagg 600 

agtaggcagc aatgcggcca ccagtcagat ggctggcggc tatgcctaaa ccacctgtgc 660 

cacggccccc tctggggctg aagccgccgc tgggtcacag agcagggtca ccctgcaagc 720 

ctgaagctgg ggagccctgc gtggagtcag cccaacaggg actgcatttg ctcctctctg 780 

cccgtcagac ataagctctc acagcgctaa ggaagcaggc ccaggctggc aggcatctcg 840 

gcttgcagga ggccaactgc tgagacctct tctccatccc ccttattcag tggaagatga 900 

cqgqqqatct gaggctgtgt ctctgccttg tctttagagg acttcagcgt ccaagactgg 960 

ggcccaccct tctcaccagc actaaatgca ctaacaagga ctccagacct gcagccccag 1020 

acccgccgta gtataagcct aacaagcaac acgtagcacc ttagtctttg ttccaggaga 1080 

gctgagcaag ctggtgaaac cactctcctt cctttaaaca ccgtttcaac caacctctcc 1140 

ctggagccaa cctgtaaaaa gtgggttgat tgctgacagc atggtcttcc ctccctgcat 1200 

ttcagacata ccagttactg aaagcaaatc agttttaagt gatttctcag tgctgaaaag 1260 

cctgtccagg tttccttccc tttcccaagc ctctctctgt aatactccct ttgggcgaag 1320 

ctaacatcgg tgcctccccg accttgctga ctaggcacat gggacgcaaa ggagggaggg 1380 

aagcaaggcc ttgcctggcg agttgtcatg tggttggtgg tgactgtttt atttttttta 1440 

ataaaaataa agatgagaga aattaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 1500 

aaaaaaaaaa aaaaaa 1516 



<210> 4 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ala Glu Phe Pro 

1 5 
Gin Gly Ala Glu Ala 
20 

Val Arg Ser Arg Leu 
35 

Leu Leu Val Trp Ala 
50 

Ala Tyr Gly Trp Val 
65 



Ser Lys Val Ser Thr Arg Thr Ser Ser Pro Ala 

10 15 
Ser Val Ser Ala Leu Arg Pro Asp Leu Gly Phe 

25 30 
Gly Ala Leu Met Leu Leu Gin Leu Val Leu Gly 

40 45 
Leu lie Ala Asp Thr Pro Tyr His Leu Tyr Pro 

55 60 
Met Phe Val Ala Val Phe Leu Trp Leu Val Thr 
70 75 80 



4 



He 


Val 


Leu 


Phe 


Asn 
85 


Leu 


Tyr 


Leu 


Phe 


Gin 
90 


Leu 


His 


Met 


Lys 


Leu 
95 


Tyr 


Met 


Val 


Pro 


Trp 
100 


Pro 


Leu 


Val 


Leu 


Met 
105 


He 


Phe 


Asn 


He 


Ser 
110 


Ala 


Thr 


Val 


Leu 


Tyr 
115 


He 


Thr 


Ala 


Phe 


He 
120 


Ala 


Cys 


Ser 


Ala 


Ala 
125 


Val 


Asp 


Leu 


Thr 


Ser 
130 


Leu 


Arg 


Gly 


Thr 


Arg 
135 


Pro 


Tyr 


Asn 


Gin 


Arg 
140 


Ala 


Ala 


Ala 


Ser 


Phe 


Phe 


Ala 


Cys 


Leu 


Val 


Met 


He 


Ala 


Tyr 


Gly 


Val 


Ser 


Ala 


Phe 


Phe 


145 










150 










155 










160 


Ser 


Tyr 


Gin 


Ala 


Trp 
165 


Arg 


Gly 


Val 


Gly 


Ser 
170 


Asn 


Ala 


Ala 


Thr 


Ser 
175 


Gin 


Met 


Ala 


Gly 


Gly 
180 


Tyr 


Ala 


Thr 


Thr 


Cys 
185 


Ala 


Thr 


Ala 


Pro 


Ser 
190 


Gly 


Ala 


Glu 


Ala 


Ala 
195 


Ala 


Gly 


Ser 


Gin 


Ser 
200 


Arg 


Val 


Thr 


Leu 


Gin 
205 


Ala 


Ser 


Trp 


Gly Ala 


Leu 


Arg 


Gly 


Val 


Ser 


Pro 



















210 215 



<210> 5 
<211> 2177 
<212> DNA 

<213> Homo sapiens 



<400> 5 

gtgctgtgag gggcttcggg accttggggc agctcctgag ttcagacaga gttcaggaag 60 

ggagacaggg gcacagagag acagaggttc atggactgag gcaaaggctg ggccaggctc 120 

agcaacccag gcctcccgca ggcaggcaga ggctgccctg taacccatgg agaccagacc 180 

aacagctctg atgagctcca cagtggctgc agctgcgcct gcagctgggg ctgcctccag 240 

gaaggagtct ccaggcagat ggggcctggg ggaggatccc acaggcgtga gcccctcgct 300 

ccagtgccgc gtgtgcggag acagcagcag cgggaagcac tatggcatct atgcctgcaa 360 

cggctgcacg ggcttcttca agaggagcgt acggcggagg ctcatctaca ggtgccaggt 420 

gggggcaggg atgtgccccg tggacaaggc ccaccgcaac cagtgccagg cctgccggct 480 

gaagaagtgc ctgcaggcgg ggatgaacca ggacgccgtg cagaaggagc gccagccgcg 540 

aagcacagcc caggtccacc tggacagcat ggagtccaac actgagtccc ggccggagtc 600 

cctggtggct cccccggccc cggcagggcg cagcccacgg ggccccacac ccatgtctgc 660 

agccagagcc ctgggccacc acttcatggc cagccttata acagctgaaa cctgtgctaa 720 

gctggagcca gaggatgctg atgagaatat tgatgtcacc agcaatgacc ctgagttccc 780 

ctcctctcca tactcctctt cctccccctg cggcctggac agcatccatg agacctcggc 840 

tcgcctactc ttcatggccg tcaagtgggc caagaacctg cctgtgttct ccagcctgcc 900 

cttccgggat caggtaccta ccggcctgcc tgctggggag ctaggctggg ctggggtcag 960 

gcggcccact cgagtcaacc agacagggca cacacatccc cacgccagta tgaatgcaca 1020 

cagcttggat ggtgatggct ggggacacac atacctctga ttcagcgatg gctggggtgc 1080 

atctcaggga tggtgacggt gggggtgcat gcatctctgg cacagggatg atggtcgggg 1140 

tgcacaccta ggagatgatg atggctaggg acctacaggg cccagggtct tcttaagttc 1200 

tggaagaccc tcaggccctg cagacattct gtgggtaaca agtgacctgc acaccctgaa 1260 

caggctgagt ggctgactct aggccccctt ggagcacaag tgcctacgac ttcagggctt 1320 

gcattttagt tcaatctctc cagctctggg ccatccctct cggcttctaa tgggcaagca 1380 

gatctttcag gaaaaccagg aggagaggca tgaggagggt ttgaggccct cagccagtct 1440 

gtgtgctggg gtggagcaac tcagaagagt caggccacac cacttgaata cactcaactt 1500 

aggacactca tgaggcatgt ctctgaggct gcccaacttc caatggctct gggcgttcct 1560 

aaatgtccca gctgcagctc tggatggaac ccagtgtctc agatgatagg cagctgagcc 1620 

ggatggtgcc aaatcccaga gctctgagcc tctggctgat gtcaggagag cattctcggg 1680 

tcccaggaca gcacttccat tccttgggtg cctgagatgg tggcagaggc tccagactga 1740 



5 



gccagagaag ctgtgtgtct gccataacag gcacccctgt ctgagcacag gtgatcctgc 1800 

tggaagaggc gtggagtgaa ctctttctcc tcggggccat ccagtggtct ctgcctctgg 1860 

acagctgtcc tctgctggca ccgcccgagg cctctgctgc cggtggtgcc cagggccggc 1920 

tcacgctggc cagcatggag acgcgtgtcc tgcaggaaac tatctctcgg ttccgggcat 1980 

tggcggtgga ccccacggag tttgcctgca tgaaggcctt ggtcctcttc aagccagaga 2040 

cgcggggcct gaaggatcct gagcacgtag aggccttgca ggaccagtcc caagtgatgc 2100 

tgagccagca cagcattcta gaattaagcg gccgctgaat tctaggttaa gatggccctt 2160 

gacattgagc aggtctt 2177 

<210> 6 
<211> 297 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Met Glu Thr Arg Pro Thr Ala Leu Met Ser Ser Thr Val Ala Ala Ala 

15 10 15 

Ala Pro Ala Ala Gly Ala Ala Ser Arg Lys Glu Ser Pro Gly Arg Trp 

20 25 30 

Gly Leu Gly Glu Asp Pro Thr Gly Val Ser Pro Ser Leu Gin Cys Arg 

35 40 45 

Val Cys Gly Asp Ser Ser Ser Gly Lys His Tyr Gly lie Tyr Ala Cys 

50 55 60 

Asn Gly Cys Ser Gly Phe Phe Lys Arg Ser Val Arg Arg Arg Leu lie 
65 70 75 80 

Tyr Arg Cys Gin Val Gly Ala Gly Met Cys Pro Val Asp Lys Ala His 

85 90 95 

Arg Asn Gin Cys Gin Ala Cys Arg Leu Lys Lys Cys Leu Gin Ala Gly 

100 105 110 

Met Asn Gin Asp Ala Val Gin Asn Glu Arg Gin Pro Arg Ser Thr Ala 

115 120 125 

Gin Val His Leu Asp Ser Met Glu Ser Asn Thr Glu Ser Arg Pro Glu 

130 135 140 

Ser Leu Val Ala Pro Pro Ala Pro Ala Gly Arg Ser Pro Arg Gly Pro 
145 150 155 160 

Thr Pro Met Ser Ala Ala Arg Ala Leu Gly His His Phe Met Ala Ser 

165 170 175 

Leu lie Thr Ala Glu Thr Cys Ala Lys Leu Glu Pro Glu Asp Ala Asp 

180 185 190 

Glu Asn lie Asp Val Thr Ser Asn Asp Pro Glu Phe Pro Ser Ser Pro 

195 200 205 

Tyr Ser Ser Ser Ser Pro Cys Gly Leu Asp Ser lie His Glu Thr Ser 

210 215 220 

Ala Arg Leu Leu Phe Met Ala Val Lys Trp Ala Lys Asn Leu Pro Val 
225 230 235 240 

Phe Ser Ser Leu Pro Phe Arg Asp Gin Val Pro Thr Gly Leu Pro Ala 

245 250 255 

Gly Glu Leu Gly Trp Ala Gly Val Arg Arg Pro Thr Arg Val Asn Gin 

260 265 270 

Thr Gly His Thr His Pro His Ala Ser Met Asn Ala His Ser Leu Asp 

275 280 285 

Gly Asp Gly Trp Gly His Thr Tyr Leu 
290 295 



6 



<210> 7 

<211> 215 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (1) . . . (215) 
<223> n = A,T,C or G 



<400> 7 

actgncagga actcctgcca ccgccaccgg ctcccatggc ccacataccc agtgggggtg 60 

ccccagcagc gggggcagcc cccatgggcc cccagtattg cgtgtgcaag gtggagctgt 120 

cagtgagtgg ccagaaccta ctggaccggg atgttacctc caagtccgac cccttctgtg 180 

tcctctttac agagaacaat ggcagatgga tcgag 215 



<210> 8 

<211> 3686 

<212> DNA 

<213> Homo sapiens 



<400> 8 

gaattcccac aaaggagtcc agggtctcgc tctgtcacac aggctggagt gcagtggtgt 60 

gatcttggct catcgtaacc tccacctccc gggttcaact gattctcatg cctcagcctc 120 

ccgagtagct gggattacag gtggtgactt ccaagagtga ctccgtcgga ggaaaatgac 180 

tccccagtcg ctgctgcaga cgacactgtt cctgctgagt ctgctcttcc tggtccaagc 240 

cagcggaacc agacacacag gagcagcctc cactacaaac ccacaccaga cctgcgcatc 300 

tccatcgaga actccgaaga ggccctcaca gtccatgccc ctttccctgc agcccaccct 360 

gcttcccgat ccttccctga ccccaggggc ctctaccact tctgcctcta ctggaaccga 420 

catgctggga gattacatct tctctatggc aagcgtgact tcttgctgag tgacaaagcc 480 

tctagcctcc tctgcttcca gcaccaggag gagagcctgg ctcagggccc cccgctgtta 540 

gccacttctg tcacctcctg gtggagccct cagaacatca gcctgcccag tgccgccagc 600 

ttcaccttct ccttccacag tcctccccac acggccgctc acaatgcctc ggtggacatg 660 

tgcgagctca aaagggacct ccagctgctc agccagttcc tgaagcatcc ccagaaggcc 720 

tcaaggaggc cctcggctgc ccccgccagc cagcagttgc agagcctgga gtcgaaactg 780 

acctctgtga gattcatggg ggacatggtg tccttcgagg aggaccggat caacgccacg 840 

gtgtggaagc tccagcccac agccggcctc caggacctgc acatccactc ccggcaggag 900 

gaggagcaga gcgagatcat ggagtactcg gtgctgctgc ctcgaacact cttccagagg 960 

acgaaaggcc ggagggggga ggctgagaag agactcctcc tggtggactt cagcagccaa 1020 

gccctgttcc aggacaagaa ttccagccac gtcctgggtg agaaggtctt ggggattgtg 1080 

gtacagaaca ccaaagtagc caacctcacg gagcccgtgg tgctcacctt ccagcaccag 1140 

ctacagccga agaatgtgac tctgcaatgt gtgttctggg ttgaagaccc cacattgagc 1200 

agcccggggc attggagcag tgctgggtgt gagaccgtca ggagagaaac ccaaacatcc 1260 

tgcttctgca accacttgac ctactttgca gtgctgatgg tctcctcggt ggaggtggac 1320 

gccgtgcaca agcactacct gagcctcctc tcctacgtgg gctgtgtcgt ctctgccctg 1380 

gcctgccttg tcaccattgc cgcctacctc tgctccagga ggaaacctcg ggactacacc 1440 

atcaaggtgc acatgaacct gctgctggcc gtcttcctgc tggacacgag cttcctgctc 1500 

agcgagccgg tggccctgac aggctctgag gctggctgcc gagccagtgc catcttcctg 1560 

cacttctccc tgctcacctg cctttcctgg atgggcctcg aggggtacaa cctctaccga 1620 

ctcgtggtgg aggtctttgg cacctatgtc cctggctacc tactcaagct gagcgccatg 1680 

ggctggggct tccccatctt tctggtgacg ctggtggccc tggtggatgt ggacaactat 1740 

ggccccatca tcttggctgt gcataggact ccagagggcg tcatctaccc ttccatgtgc 1800 

tggatccggg actccctggt cagctacatc accaacctgg gcctcttcag cctggtgttt 1860 

ctgttcaaca tggccatgct agccaccatg gtggtgcaga tcctgcggct gcgcccccac 1920 



acccaaaagt 
tgggccttga 
ttcagcatca 
ctgcaggccc 
atcagctcgg 
atgaagcaga 
caggccagtc 
atggtggacg 
ctcagctccc 
ctgtcccaac 
gctgggggcc 
tgggacagaa 
atcctctgtc 
cagggccaga 
acctctgagc 
gggttctcct 
tccaatgctg 
tgtctactgc 
ggctaggtcc 
accaagcaca 
tgtggaccat 
tcctctggtg 
aaatagctcc 
gggtagattg 
cctgccaaca 
gggacaggga 
ttcaatcttg 
ttgatattaa 
aagaagaaaa 
aaaaaaaaaa 



ggtcacatgt 
tcttcttctc 
tcacctcctt 
ggggtggccc 
gcagcacctc 
gatgcggcct 
agccgcagac 
gactcccggg 
acgggactca 
ccagctggag 
aggccttgga 
atgtggctcc 
attttaacct 
gccctggcgg 
ccaggccccc 
cctctcccag 
ttttttgggg 
acaagcctcg 
ctctgtccat 
cgcctcagag 
gccagtcccg 
acactggcct 
aggcgccctc 
ctggcctgtt 
ttcagtctgg 
gccatcattc 
accttgaaga 
aaagaagtac 
ataaaaatca 
aaataaaaaa 



gctgacactg 
ctttgcttct 
ccaaggcttc 
ctcccctctg 
gtccagccgc 
cgtcgcacac 
tttggaaagc 
ctgggctttt 
gaagtgcgcc 
gcctggtctc 
tcttgagggt 
agttgctctg 
caggtggcac 
aggagaggcc 
tccctccctc 
ggcctccttg 
agtggtttcc 
gcctgcccct 
ctgggccttt 
gggccctcag 
tctggtttcc 
agagcctgac 
ggccgcccat 
gtaggtggta 
tatgtgaggc 
ctrcctggga 
tgggaaggat 
atgttcattg 
gctgttgtaa 
aaaaaa 



ctgggcctca 
ggcaccttcc 
ctcatcttca 
aagagcaact 
atctaggcct 
tgcctgtggc 
ccaacgacca 
gaattggcct 
gccatgctgc 
tccttacaac 
ctggcacatc 
tctctcgtgg 
ccagggcgaa 
ctttgccagg 
agccccccag 
ctccttcgtt 
aggagctgcc 
gagccaggct 
gtatgagctg 
cctctcctga 
atcccaccac 
actctcctaa 
catggttaat 
gggacacaga 
gtgcgtgaag 
atcctggaag 
gttcttttta 
tagagaattt 
tcgcctarca 



gcctggtcct 
agcttgtcgt 
tctggtactg 
cagacagcgc 
ccagcccacc 
ccccgagcca 
tggagagatg 
tggggactac 
ctagggtact 
ccctgggccc 
cttaatcctg 
tcaccctgag 
tggggcccag 
agcacagcag 
tcctccctcc 
cacagctggg 
tggtgtctgc 
cggtaccgat 
cattgccctt 
agccctcttg 
tccaaggact 
gaggttctct 
tctgtccaac 
tgaccgacct 
caagaactcc 
acttcctgca 
cgtaccaatt 
ggaaactgta 
aaaaaaaaaa 



tggcctgccc 
cctctacctt 
gtccatgcgg 
caggctcccc 
tgcccatgtg 
ggcccagccc 
ggccgttgcc 
tcggctctca 
gtccccacat 
agccctcatt 
tgcccctgcc 
ggcactctgc 
ggcagacctt 
cagctcgcct 
atcttccctg 
ggtccccgat 
tgtaaatgtt 
gcgtgggctg 
gctcaccctg 
tggcaagaac 
gagactgacc 
ccaagccccc 
aaacacacac 
ggtcactcct 
tggagctaca 
ggagtcagcg 
cttttgtctt 
gaagagaatc 
aaaaaaaaaa 



1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3660 
3686 



<210> 9 
<211> 512 
<212> PRT 

<213> Homo sapiens 



<400> 9 

Met Cys Glu Leu Lys Arg 

1 5 
His Pro Gin Lys Ala Ser 
20 

Gin Leu Gin Ser Leu Glu 
35 

Asp Met Val Ser Phe Glu 
50 

Leu Gin Pro Thr Ala Gly 
65 70 
Glu Glu Glu Gin Ser Glu 
85 

Thr Leu Phe Gin Arg Thr 
100 

Leu Leu Leu Val Asp Phe 
115 

Ser Ser His Val Leu Gly 



Asp 


Leu 


Gin 


Leu 


Leu 


Ser 


Gin 


Phe 


Leu 


Lys 








10 










15 




Arg 


Arg 


Pro 


Ser 


Ala 


Ala 


Pro 


Ala 


Ser 


Gin 






25 










30 






Ser 


Lys 


Leu 


Thr 


Ser 


Val 


Arg 


Phe 


Met 


Gly 




40 










45 








Glu 


Asp 


Arg 


He 


Asn 


Ala 


Thr 


Val 


Trp 


Lys 


55 










60 










Leu 


Gin 


Asp 


Leu 


His 


He 


His 


Ser 


Arg 


Gin 










75 










80 


He 


Met 


Glu 


Tyr 


Ser 


Val 


Leu 


Leu 


Pro 


Arg 








90 










95 




Lys 


Gly 


Arg 


Arg 


Gly 


Glu 


Ala 


Glu 


Lys 


Arg 






105 










110 






Ser 


Ser 


Gin 


Ala 


Leu 


Phe 


Gin 


Asp 


Lys 


Asn 




120 










125 








Glu 


Lys 


Val 


Leu 


Gly 


He 


Val 


Val 


Gin 


Asn 



8 





130 










135 










140 










Thr 


Lys 


Val 


Ala 


Asn 


Leu 


Thr 


Glu 


Pro 


Val 


Val 


Leu 


Thr 


Phe 


Gin 


His 


145 










150 










155 










160 


Gin 


Leu 


Gin 


Pro 


Lys 


Asn 


Val 


Thr 


Leu 


Gin 


Cys 


Val 


Phe 


Trp 


Val 


Glu 










165 










170 










175 




Asp 


Pro 


Thr 


Leu 


Ser 


Ser 


Pro 


Gly 


His 


Trp 


Ser 


Ser 


Ala 


Gly 


Cys 


Glu 








180 










185 










190 






Thr 


Val 


Arg 


Arg 


Glu 


Thr 


Gin 


Thr 


Ser 


Cys 


Phe 


Cys 


Asn 


His 


Leu 


Thr 






195 










200 










205 








Tyr 


Phe 


Ala 


Val 


Leu 


Met 


Val 


Ser 


Ser 


Val 


Glu 


Val 


Asp 


Ala 


Val 


His 




210 










215 










220 










Lys 


His 


Tyr 


Leu 


Ser 


Leu 


Leu 


Ser 


Tyr 


Val 


Gly 


Cys 


Val 


Val 


Ser 


Ala 


225 










230 










235 










240 


Leu 


Ala 


Cys 


Leu 


Val 


Thr 


He 


Ala 


Ala 


Tyr 


Leu 


Cys 


Ser 


Arg 


Arg 


Lys 










245 










250 










255 




Pro 


Arg 


Asp 


Tyr 


Thr 


He 


Lys 


Val 


His 


Met 


Asn 


Leu 


Leu 


Leu 


Ala 


Val 








260 










265 










270 






Phe 


Leu 


Leu 


Asp 


Thr 


Ser 


Phe 


Leu 


Leu 


Ser 


Glu 


Pro 


Val 


Ala 


Leu 


Thr 






275 










280 










285 








Gly 


Ser 


Glu 


Ala 


Gly 


Cys 


Arg 


Ala 


Ser 


Ala 


He 


Phe 


Leu 


His 


Phe 


Ser 




290 










295 










300 










Leu 


Leu 


Thr 


Cys 


Leu 


Ser 


Trp 


Met 


Gly 


Leu 


Glu 


Gly 


Tyr 


Asn 


Leu 


Tyr 


305 










310 










315 










320 


Arg 


Leu 


Val 


Val 


Glu 


Val 


Phe 


Gly 


Thr 


Tyr 


Val 


Pro 


Gly 


Tyr 


Leu 


Leu 










325 










330 










335 




Lys 


Leu 


Ser 


Ala 


Met 


Gly 


Trp 


Gly 


Phe 


Pro 


He 


Phe 


Leu 


Val 


Thr 


Leu 








340 










345 










350 






Val 


Ala 


Leu 


Val 


Asp 


Val 


Asp 


Asn 


Tyr 


Gly 


Pro 


He 


He 


Leu 


Ala 


Val 






355 










360 










365 








His 


Arg 


Thr 


Pro 


Glu 


Gly Val 


He 


Tyr 


Pro 


Ser 


Met 


Cys 


Trp 


He 


Arg 




370 










375 










380 










Asp 


Ser 


Leu 


Val 


Ser 


Tyr 


He 


Thr 


Asn 


Leu 


ply 


Leu 


Phe 


Ser 


Leu 


Val 


385 










390 










395 










400 


Phe 


Leu 


Phe 


Asn 


Met 


Ala 


Met 


Leu 


Ala 


Thr 


Met 


Val 


Val 


Gin 


He 


Leu 










405 










410 










415 




Arg 


Leu 


Arg 


Pro 


His 


Thr 


Gin 


Lys 


Trp 


Ser 


His 


Val 


Leu 


Thr 


Leu 


Leu 








420 










425 










430 






Gly 


Leu 


Ser 


Leu 


Val 


Leu 


Gly 


Leu 


Pro 


Trp 


Ala 


Leu 


He 


Phe 


Phe 


Ser 






435 










440 










445 








Phe 


Ala 


Ser 


Gly 


Thr 


Phe 


Gin 


Leu 


Val 


Val 


Leu 


Tyr 


Leu 


Phe 


Ser 


He 




450 










455 










460 










He 


Thr 


Ser 


Phe 


Gin 


Gly 


Phe 


Leu 


He 


Phe 


He 


Trp 


Tyr 


Trp 


Ser 


Met 


465 










470 










475 










480 


Arg 


Leu 


Gin 


Ala 


Arg 


Gly 


Gly 


Pro 


Ser 


Pro 


Leu 


Lys 


Ser 


Asn 


Ser 


Asp 










485 










490 










495 




Ser 


Ala 


Arg 


Leu 


Pro 


He 


Ser 


Ser 


Gly 


Ser 


Thr 


Ser 


Ser 


Ser 


Arg 


He 








500 










505 










510 







<210> 10 

<211> 10 

<212> PRT 

<213> Homo sapiens 



<400> 10 



4 



9 



Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
15 10 

<210> 11 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Leu Val Pro Arg Gly 
1 5 

<210> 12 
<211> 10 
<212> PRT 

<213> Homo sapiens 



<400> 12 

Ser Ala Trp Arg His Pro Gin Phe Gly Gly 
15 10 



